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FIG. 3 

AGGPGSRARAAGARGCRLRSQLVPVRALGLGHRSDELVRF 
AGTRSSRARTTDARGCRLRSQLVPVSALGLGHSSDELIRF 
AGTRSSRARATDARGCRLRSQLVPVSALGLGHSSDELIRF 
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ag— srar—argcrlrsqlvpv-alglgh-sdel-rf 
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RFCSGSCRRARSPHDLSLASLLGAGALRPPPGSRPVSQPC 
RFCSGSCRRARSQHDLSLASLLGAGALRSPPGSRPISQPC 
RFCSGSCRRARSPHDLSLASLLGAGALRSPPGSRPISOPC 

IINIIIIIIIIIIIIIIIMIIIIIIIIirillllllii 

rfcsgscrrars-hdlslasllgagalr'ppgsrp^ipc 
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rat 



consensus 



81 



CRPTRYEAVSFMDVNSTWRTVDRLSATACGCLG 
CRPTRYEAVS FMDVNSTWRTVDHLS ATACGC LG 
CRPTRYEAVS FMDVNSTWRTVDHLSATACGCLG 

IIIIIIIMIIIIIIMIINI MIIIMIII 

crptryeavsfmdvnstwrtvd-lsatacgclg 



human (SEQ ID NO: 2) 
mouse (SEQ ID NO: 3) 
rat (SEQ ID NO: 4) 

consensus (SEQ ID NO:l) 
* = Asn95 
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F1G.4 


consensus sequence: (SJ 

Ala Gly Xaal Xaa2 Xaa3 <?< 
Arg Leu Arg Ser Gin Leu l 
Asp Glu Leu Xaa9 Arg Phe 
Ser XaalO His Asp Leu Sei 
Xaall Pro Pro Gly Ser Ar< 
Tyr Glu Ala Val Ser Phe I 
Xaal3 Leu Ser Ala Thr Ala 

wherein: 

Xaa x is Gly or Thr 
Xaa 2 is Pro or Arg 
Xaa 3 is Gly or Ser 
Xaa 4 is Ala or Thr 
Xaa 5 is Ala or Thr 


SQ ID NO:l) 

-r Arg Ala Arg Xaa4 Xaa5 X 
/al Pro Val Xaa7 Ala Leu G 
Arg Phe Cys Ser Gly Ser C 
c Leu Ala Ser Leu Leu Gly 
J Pro Xaal2 Ser Glh Pro Cy 
let Asp Val Asn Ser Thr Trj 
i Cys Gly Cys Leu Gly 

Xaa 6 is Gly or Asp 
Xaa 7 is Arg or Ser 
Xaa 8 is Arg or Ser 
Xaa 9 is Val or lie 
Xaa 10 is Pro or Gin 


aa6 Ala Arg Gly Cys 
ly Leu Gly His Xaa8 Ser 
ys Arg Arg Ala Arg 
Ala Gly Ala Leu Arg 
s Cys Arg Pro Thr Arg 
P Arg Thr Val Asp 

Xaa xl is Pro or Ser 
Xaa 12 is Val or lie 
Xaa 13 is Arg or His j 
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FIG. 5 
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ALGLGHRSDELVRFRFCSGSCRRARSPHDLSLASLLGAGALRPPPGSRPV 
ALGLGHRSDELVRFRFCSGSCRRARSPHDLSLASLLGAGALRPPPGSRPV 
ALGLGHRSDELVRFRFCSGSCRRARSPHDLSLASLLGAGALRPPPGSRPV 
ALGLGHRSDELVRFRFCSGSC RRARSPHDLSLASLLGAGALRPPPGSRPV 
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SQPCCRPTRYEAVSFMDVNSTWRTVDRLSATACGCLG 
SQPCCRPTRYEAVSFMDVNSTWRTVDRLSATACGCLG 
SQPCCRPTRYEAVSFMDVNSTWRTVDRLSATACGCLG 
SQPCCRPTR YEAVS FMDVNSTWRTVDRLS ATACGCLG 



# + 



(SEQ ID NO: 5) 
(SEQ ID NO: 6) 
(SEQ ID NO: 7) 
(SEQ ID NO:2) 
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FIG. 6 
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AGG PG S RA RAAGARGC RLR SQLV P VRALGLGH R S DELVR FRFCSGSCRRA 
GGPGSRARAAGARGCRLRSQLVPVRALGLGHRSDELVRFRFCSGSCRRA 
GPGSRARAAGARGCRLRSQLVPVRALGLGHRSDELVRFRFCSGSCRRP 
°GSRARAAGARGCRLRSQLVPVRALGLGHRSDELVRFRFCSGSCRR? 
GSRARAAGARGCRLRSQLVPVRALGLGHRSDELVRFRFCSGSCRRA 
™S RA RAAGARGC RLRSQLV PVRALGLGHRSDELVRFR FCSGSCRRA 
RARAAGARGCRLRSQLfV PVRALGLGHRSDELVRFRFCSGSCRRA 
RAAGARGCRLRSQLVPVRALGLGHRSDELVRFRFCSGSCRR/^ 
RAAGARGCRLRSQLVPVRALGLGHRSDELVRFRFCSGSCRRA 
"AAGARGCRLRSQLVPVRALGLGHRSDELVRFRFCSGSCRRA 

I^gargcrlrsqlvpvralglghrsdelvrfrfcsgscrra 

GARGCRLRSQLVPVRALGLGHRSDELVRFRFCSGSCRRA 
ARGCRLRSQLVPVRALGLGHRSDELVRFRFCSGSCRRA 
■RGCRLRSQLVPVRALGLGHRSDELVRFRFCSGSCRRA 

gcrlrsqlvpvralglghrsdelvrfrfcsgscrra 



NBN113 
NBNX12 
NBN111 

KBN109 
NBN108 
NBN107 
NBN106 
NBN105 
NBN104 
NBN103 
NBN102 
NBN101 
NBN100 
NBN99 



NBN113 
NBN112 
NBN111 
NBN110 
NBN109 
NBN108 
NBN107 
NBN106 
NBN105 
NBN104 
NBN103 
NBN102 
NBN101 
NBN100 
NBN99 



90 
I 



rsphdlslasllgagalrpppgsrpvsqpccrptryeavsfmdvnstwrt 
ssphdlslasllgagalrpppgsrpvsqpccrptryeavsfmdvnstwrt 

RSPHDLSLASLLGAGALRPPPGSRPVSQPCCRPTRYEAVSFMDVNSTORT: 

sspkdlslasllgagalrpppgsrpvsqpccrptryeavsfmdvnstwrt 

RSPHDLSLASLLGAGALRPPPGSRPVSQPCCRPTRYEAVSFMDVNSTWRT 
RSPHDLSLASLLGAGALRPPPGSRPVSQPCCRPTRYEAVSFMDVNSTWRT 
RSPHDLSLASLLGAGALRPPPGSRPVSQPCCRPTRYEAVSFMDVNSTWRT 
RSPHDLSLASLLGAGALRPPPGSRPVSQPCCRPTRYEAVSFMDVivfSTWRT 
RSPHDLSLASLLGAGALRPPPGSRPVSQPCCRPTRYEAVSFMDVNSTWRT 
P.SPHDLSLASLLGAGALRPPPGSRPVSQPCCRPTRYEAVSFMDVNSTORT 
RSPHDLSLASLLGAGALRPPPGSRPVSQPCCRPTRYEAVSFMDVNSTWRT 
RSPHDLSLASLLGAGALRPPPGSRPVSQPCCRPTRYEAVSFMDVNSTWRT 
HSPHDLSLASLLGAGALRPPPGSRPVSQPCCRPTRYEAVSFMDVNSTWRT 

RSPHDLSLASLLGAGALRPPPGSRPVSQPCCRPTRYEAVSFMDVNSTWRT 
RSPHDLSLASLLGAGALRP PPG5RPVS0PCCRPTRYFAwqp Mn ^ T c TW p T 
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